Abstract
Introduction

57
Ever-increasing evidence has suggested that gut microbiome is involved in many . However, it is still unclear whether the gut microbiome has the 63 potential to be clinically applied for the prevention or treatment of many other 64 complex diseases. Therefore, it is important to clarify the bi-directional causal 65 association between gut microbiome and human complex diseases or traits. including environment, diet and regional variation [11] [12] [13] , which posed a key challenge 83 for the description of representative microbiome features for a specific disease. 84 Although there were several studies comparing disease-related gut microbiome [14] [15] [16] , 85 few of them has examined and compared the microbiome features across different 86 human complex diseases.
88
In the present study, we performed a microbiome GWAS in a Chinese cohort study: 89 the Guangzhou Nutrition and Health Study (GNHS) 17 , including 1475 participants. 90 Subsequently, we applied a bi-directional MR method to explore the genetically 91 predicted relationship between gut microbiome and human complex diseases. other human complex diseases or traits in our MR analyses, which may be due to the 220 limited genetic instruments discovered in our present study. 
